
vs E+F (p = 0.0464) and C+D vs E+F (p = 0.0007). The index was
also able to differentiate patients with absent or mild PPF from those
with moderate or advanced PPF: A+B+C vs D+E+F (p = 0.0015).
CONCLUSIONS: The ELF showed great potential as a tool for assessing
PPF in patients with schistosomiasis mansoni, being able to differentiate
those with little fibrosis from those with moderate or advanced fibrosis.

BACKGROUND: HPV-caused cancers contribute to a large disease bur-
den, accounting for 5% of all cancers. It is estimated that over 700,000
people develop HPV-related cancers each year with the majority being
cervical cancer. The burden of this disease is disproportionately carried
by low-income countries with the highest rates of HPV cervical infec-
tions primarily found in sub-Saharan Africa, Latin America, Eastern
Europe, and South-East Asia. Many regions in low-resource countries
lack adequate access to sensitive point-of-care screening tools, prevent-
ing timely diagnosis and treatment. Current low-cost methods, such as
Pap smears and visual inspection using acetic acid suffer from low sen-
sitivity, specificity, and reproducibility which limit their effectiveness
as a screening modality. Many countries use nucleic acid amplification
tests (NAATs) to identify key HPV infections which may progress to-
wards cervical cancer. However, the expenditure for NAAT-capable
equipment and reagents are cost-prohibitive for rural and underserved
communities. To reduce screening barriers, we developed an isother-
mal HPV molecular test that can detect all 14 cancer-causing HPV
strains using a novel amplification methodology combined with
G-quadruplex DNAzyme colorimetric detection.
METHODS: We developed a novel isothermal amplification technique
that is related to loop-mediated isothermal amplification (LAMP) but
uses modified looped primers to enable exponential amplification at
60°C for 1 hour. The modified primers only require two binding sites
compared to 4-6 in LAMP. To detect the amplified products, we used
G-quadruplex peroxidase-like DNAzyme probes which reduce ABTS
to produce a visually interpreted result. Analytical validation evaluated
the method’s limit of detection, specificity, and accuracy. As proof of
concept in a relevant matrix, clinical cervical brushings collected
ThinPrep Pap media were tested with the new method and compared
to an FDA-approved reference qPCR test.
RESULTS: Repeated experiments demonstrate that the lowest detectable
HPV DNA concentration was approximately 1000 genomic copies/µL
with no amplification with other pathogens. As proof of concept, the
comparison to the reference standard demonstrated high accuracy.
CONCLUSIONS: The application of our assay is intended as a near-
patient screening tool with further evaluation by a clinician for con-
firmation. With an accurate and rapid screening tool, we envision low-
resource regions across the world will have the tools to rapidly detect
and treat cervical cancers in their early stages.
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BACKGROUND: LIAISON® QuantiFERON®-TB Gold Plus
(QFT-Plus) is an in vitro diagnostic assay for the indirect detection
of infection caused by Mycobacterium tuberculosis complex (MTBC).
QFT-Plus testing consists of four tubes (controls and TB antigens)
and detects interferon-γ (IFN-γ) released by host cells when exposed
to MTBC peptide antigens using chemiluminescence immunoassay
(CIA) technology. Patient’s blood can be collected directly into four
QFT-Plus tubes or into a single lithium heparin tube. If the one-tube
collection process is utilized, blood must be aliquoted into each of the
four QFT-Plus tubes prior to testing. In this study, we evaluated the
workflow and feasibility of lithium-heparin blood collection and pre-
analytical processing using the Copan Universe system for QFT-Plus
testing on the LIAISON XL analyzer.
METHODS: Whole blood collected into a 6 mL lithium heparin tube
was mixed using a tube rotator prior to processing on the Copan
UniVerse, which aliquots 0.9 mL blood into each of four QFT-Plus
tubes and label the tubes with patient information. The lithium hep-
arin tube is mixed again immediately prior to aliquoting into each
QFT-Plus tube. Different methods of mixing (vortexing vs pipetting)
were assessed for efficiency and performance. Walkaway feasibility was
also assessed by testing aliquoting efficiency when loading 6, 9, 12 and
18 blood samples at a time. Visual inspection of the QFT-Plus tubes to
check accuracy of labels was performed prior to incubation and valid-
ation of readability of the barcode labels through the analyzer was
performed.
RESULTS: Of 44 blood samples that were pipet mixed, 26 (59.1%), 15
(34.1%) and 3 (6.8%) showed no, slight and moderate hemolysis, re-
spectively. None were grossly hemolyzed. Vortex mixing showed simi-
lar results with 61.3% (19/31) and 38.7% (12/31) showed no or slight
hemolysis. However, bubble formation, which may interfere with pip-
etting by the UniVerse, was observed in several tubes when the samples
were vortex mixed. The UniVerse appropriately aliquoted 0.9 mL
blood and labeled 280 tubes. Only 1 (0.4%) tube had <0.9 mL vol-
ume detected. It takes about 20 minutes to aliquot 12 patient samples
into four QFT-Plus tubes. Walkaway was possible when loading 18
patients’ samples at a time without negative downstream impact on
pipetting or appropriate mixing of samples for QFT-Plus testing. All
QFT-Plus tubes were labeled accurately with barcodes and accession
numbers which were all read and processed through the analyzer.
CONCLUSIONS: Implementation of lithium-heparin blood collection
for centralized QFT-Plus testing was feasible when used in conjunc-
tion with the Copan UniVerse, which allowed for high throughput
specimen processing and mitigated the risk of sample mislabeling.

BACKGROUND: Urinary tract infections (UTI) are one of the most
common infectious diseases diagnosed in the community as well as
in hospitals. Community-acquired urinary tract infections caused by
Escherichia coli represent the largest proportion of infectious diseases
affecting women and a significant amount of oral antibiotics are pre-
scribed daily to treat UTI in community outpatient clinics. Having
knowledge of regional susceptibility data regarding E. coli is very im-
portant for selecting an appropriate empirical antibiotic. This study
aimed to report the frequency and antimicrobial susceptibility of E.
coli isolated from community-acquired urinary tract infections
post-Covid-19 pandemic.
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